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Planning 

1  GenBank record is created for each unique sequence 

2  Non redundant records; number of records per locus varies 

3  Records include flanking regions with high confidence sequence 

4  Records include length-based allele designations determined by CE 

5  Records can expand for future additional flank 

6  Records organized into BioProject for improved access 
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STRSeq Samples 

Aggregate alleles from 4612 samples 



NIST - 105 

UNT - 80 USC - 96 

KCL - 97 

D12S391 Alleles by Lab 



NCBI BioProject: 380127 





















STRSeq in Bioinformatics 

The catalog of 
FASTA files and 

GenBank flatfiles  
is downloadable 



STRSeq in Population Data 

STRSeq 

Collaboration in QC 
and exchange of data 



STRSeq in Casework 



Thanks to the Labs who provided feedback! 

Lisa Borsuk 
Dr. Peter Vallone 

Drs. Lori Black, 
Melissa Landrum, 
Ilene Mizrachi,  
Kim Pruitt,  
George Riley, 
Steve Sherry 

Jonathan King 
Dr. Bruce Budowle 

Drs. Martin Bodner, 
Walther Parson 

Dr. Chris Phillips 

Dr. David Ballard 
Laurence Devesse 

Somewhere something incredible 
is waiting to be known.


Carl Sagan

Acknowledgements 


